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* Overview of the platform

i Zoomed in._ = = ._Zoomed in furthdr,
/ Raw MS data / ,4{‘ : =aw Daig ram?F _Igeconst ej‘ S o \
4 - —

Signal decomposition p —— == =

Spgrse S
Lme;imajm_/ ]
\

Sort by importance \
and spatially location

PR

|

I

. |

I

#7 Frame 1 ‘
|

%7 Frame 4~

~

-
Octree C e ===l [
Server L&Q@}fﬂﬁt&n_/ V)

b il Gl .
Client Culling data _ Iy New /7

relevant to viewport | 7 viewport /! 7

All data
streamed
out?

Sleep

No T

Stream out data for 1/ Data
the next frame 7/ Decodin

Central Manchester University Hospitals INHS |

NHS Foundation Trust



ty
er

The Universi
of Manchest

MANCHESTER

1824

Streaming Visualisation for Raw Mass Spectrometry Data
and Results Based on a Novel Compression Algorithm

* Potential Quality Control procedures
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